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Overall project goalsTo increase the level of FHB resistance in Aberdeen malting barley germj
while maintaining outstanding malt quality.

Project Objectives

Evaluate FHB resistance and malt qualityirees in a trainingpopulationselected to represetite
Aberdeen, IDspring malting barley breeding program.

Develop andpply agenomic selection predictianodelfor FHB resistancen the Aberdeen spring
malting barley germplasm, accounting foe need to maintaiacceptable malt quality.

Plansto accomplish projeajoals:

Fromafounderpopulation o~700 lines, 248 linewere selected astraining population (TP)
representative dhe Aberdeen spring breeding program. The follnder populatiomasbeen
genotyped and the Twasgrown atAberdeen in 2019 fanitial phenotyping and toncrease seed. Ir
2020 and beyond, the NIl beplanted in multiple irrigatednd rain-fed locations. Agronomand
malting phenotyping will beonducted in standard smplbt trials and malting quality evaluatég
USDA-ARS-CCRU. Inoculation with FHBvill bedone inmistnurseriesat Aberdeen and Kimberly
Idaho, and in Minnesota, NeMork and North Dakot#ocations. Using phenotypdata forthe TP
and SNRJatafor the Foundermpopulation araining prediction modekill bedeveloped. Lines with
highest genomic estimated braaglvalue (GEBV) will be selectear crosses. The crosses will be
advanced and genotypat3 and selection wilbedone based on GEBV. Genomé® association
studies in the barley gerriasm will identify the useful geomic regions, maers, and alleles that c4d
bereadily deployed imarker-assisted seleatifor fast trackmprovement of barley in Abeegn
Idaho.

Statement of mwal interest:

Identificatian of new sourcesfaesistanceand release of new cultivars tolerant to Figease is
necessary tprotect growers in the Intermotain west fron FHB disease. The use of genomic
selection willspeed up the pcess of screengnand variety release. Thmproved germplasm
developed through this projeznbefurtherdeveloped intovarietiesor used aparents in future
breeding progams. The new smces of resistance and new varieties to be released will make oy
germplasm morasefuland will benefit other barley breeding programs.
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