
Difference in Excess Function between Orthologs and Paralogs

Supplementary Figure 8: Difference in average Excess Schlicker Function Similarity between all types of Orthologs and all
types of Paralogs from all 13 analyzed genomes on the dataset of pairs being backed with experimental annotations from
studies without common authors. The different panels report the difference for the different GO ontologies. The data-points
indicate the difference of the means and the gray area a linear interpolation of the bin-wise 95% conÀdence interval for
the difference for the mean. To conÀdence interval is computed for each bin with a Mann-Whitney test. P-values for the
statistical test whether the difference is different from 0 are available in Supplementary Table 4 for each distance bin..


