>

B

(@)

Ricin phenotype

Ricin phenotype
(p z-score)

SEC23B

Figure S2

Position relative to TSS (bp)

Shorter sgRNA protospacers exhibit stronger phenotypes
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sgRNA phenotype is weakened

T 25 only at extreme GC content values
(o] +
$ 201 .
¥
o 157 et i i *
o +
po L ppibLE
® 5 +
D —
Y L LT T
] t om T e o e = =TT
20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100
% %GC
<
£
S 154
(2]
-§ oGBF1 ¢ V8t 0043;,;854
S 104 oT'ggg’?uepz #SEC23 B raaprcs
o VPS53
& 3 RA:;:. .SEC24 §ARMLRAB1A
£ ? 5 - ®GF2R ,sum=4
34 SEC228 8 g0 1A
3% AT e oLF2
> 2 ®ARF1
o= 0/
c
83 o A
c
£5 B I
s -5 ARCN1gg @HEATRT
T = COPA® PSM®C17orf75
g9 ocOPBI | gCOPZI
T = ARL RAD21
g -10; o st
- QDRI
;-,é 9C0G3
¢ -5 . . . : ;
%'3 -15 -10 -5 0 5 10
8 Median ricin phenotype with 24 random shRNAs
S (log,,Mann-Whitney p-value)

Ricin phenotype
(phenotype-signed p z-score)

15

Ricin phenotype
(phenotype-signed p z-score)

D

sgRNAs with homopolymers
exhibit weaker phenotypes
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sgRNAs targeting the sense or template
strands are equally effective
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