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Louvain-Jaccard (Pre-Merge)

  30 clusters
Louvain-Jaccard (Post-Merge)

26 clusters

Jk-means in PCA space 
(k=30-clusters)

No merging performed

Density Clustering in tSNE space
(minPts=10, eps=1.8)

73 clusters
No merging performed

Louvain-Unweighted (Post-Merge)
18 clusters

Infomap (Pre-Merge)
49 clusters

Louvain-Jaccard on Batch 1 cells
(N=13,938, post-merge)

20 clusters

Infomap on Batch 1 cells
(N=13,938, post-merge)

29 clusters

Infomap on 5000 cells
(post merge)
17 clusters

BackSPIN on Batch 1 cells
(6 levels, 2000 variable genes)

10 clusters, No merging performed

BackSPIN on 5000 cells
(6 levels, 2000 variable genes)

13 clusters, No merging performed

RaceID on 5000 cells
(2123 genes,4 clusters by

gap statistic), No merging performed

Infomap (Post-Merge)
31 clusters

PCA-2000 + Louvain-Jaccard (Post-Merge)
23 clusters
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