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BackSPIN on Batch 1 cells
(6 levels, 2000 variable genes)
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Supplemental Figure 2
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Infomap (Post-Merge)
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Louvain-Jaccard on Batch 1 cells
(N=13,938, post-merge)
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BackSPIN on 5000 cells
(6 levels, 2000 variable genes)
13 clusters, No merging performed

D

Louvain-Jaccard (Post-Merge)

26 clusters
13 z
s » 9 4
6 6 2 14
212,5
= 4
q
i,
. 24
1
¥

H

PCA-2000 + Louvain-Jaccard (Post-Merge)

23 clusters
& & 7'
19 % ¥ 7 .-
o B 15 9 P 8
Y n

21

L
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