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Vsx2-GFP Clusters (Fig. 1C)

Full retina BCs (n=5,466) labeled by
PCA+Infomap clusters

Full retina BCs (n=5,466) labeled by original
t-SNE + DBSCAN clusters (Macosko et al., 2015)

Correlation b/w single-cell average gene 
signatures of Vsx2-GFP clusters and 

full retina BC clusters (Fig. S3A)
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Random Forest class predictions for BCs in 
   full retina Drop-seq data (Macosko et al.)

Random Forest performance on test set
(85% of cells in Vsx2+ Drop-seq data)
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Full retina Drop-seq BC clusters (Fig. S3A)

Vsx2-GFP Drop-seq clusters (Fig. 1C)
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