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Education 
 

 1977  B.A.  (Biology) cum laude, Carleton College  
     Northfield, Minnesota 
 1978-80    Ph.D. Candidate, Population Genetics and Evolutionary Biology 
                 University of Arizona, Tucson, Arizona 
 1984  M.D.  University of Wisconsin School of Medicine 
     Madison, Wisconsin 
 1993  Ph.D.  Epidemiology, University of North Carolina, Chapel Hill, North 

Carolina 
 
Board Certification 
 
 National Board of Medical Examiners #292343 
 Medical license, North Carolina #30868 
 American Board of Preventive Medicine: 
  Specialist in Public Health and General Preventive Medicine 
 
Brief Chronology of Employment 
 
     1976     Environmental Biologist, Water Treatment Plant, Ward Paper Company 
     1977-78   Water Quality Researcher, Wisconsin Department of Natural Resources 
     1978-80   Graduate Teaching Assistant, University of Arizona 
     1984-85   Resident, Department of Radiology, Michigan State University 
     1985-87   Resident, Preventive Medicine, University of North Carolina  
     1985-88   USPHS-NIH Epidemiology Training Program, NIEHS 
     1988-95      Senior Clinical Researcher, Epidemiology Branch, NIEHS 
     1995-date   Tenure Appointment, Senior Investigator, Epidemiology Branch, NIEHS 
     1997-date   Head, Molecular & Genetic Epidemiology Section, Laboratory Molecular  
    Carcinogenesis, now Epigenetics & Stem Cell Biology Laboratory, NIEHS 
    
University Affiliations 
 
      Adjunct Professor, Department of Epidemiology, University of North Carolina 
      Adjunct Member, Lineberger Comprehensive Cancer Center, University of North Carolina 
      Adjunct Professor, Department of Medicine, Duke University 
     
 Honors & Other Special Scientific Activities 
 
 Summer Research Fellowship, University of Wisconsin School of Medicine, 1981 
 Dean's Award for Academic Achievement, U Wisconsin Medical School, 1982 and 1983 
 Fellow, Conte Institute for Environmental Health 
 NCI Ad Hoc Study Section on Genetic Alterations in Bladder Carcinogenesis, 1988 
 NRC Committee on DoE Radiation Epidemiological Research Program, 1992 - 1994  



 Reviewer for: 
  British J. Cancer 
  Cancer Research 
  Carcinogenesis 
  Environmental Research 
  Environmental and Molecular Mutagenesis 
  International J. Cancer 
  Journal of the National Cancer Institute 
  Molecular Carcinogenesis 
  Molecular Medicine 
  Obstetrics and Gynecology 
  Oncogene 
  Pharmacogenetics 
 National Toxicology Program Chemical Nominations Committee 
 NCI ad hoc committee on molecular-epidemiologic enhancements to the NCI Prostate,  
   Lung, Colorectal (PLCO) Screening Trial. 
 NIEHS Interdisciplinary Research Awards  
  1993-94:  Genetic susceptibility to spontaneous abortion   
  1994-95:  Genetic and environmental risk factors for myelodysplasia  
  1994-95:  Reproductive failure associated with mutation of the ER gene 

 1998-01:  Functional analysis of human DNA metabolic genes and clinically 
      important mutant alleles in bacteria & yeast 

 U.S. Public Health Service Commendation Medal 1994: “For development of a highly   
  creative program of epidemiologic research that incorporates molecular genetic  
  markers in studies of environmental causes of human disease.” 
 NIEHS Institutional Review Board 1995-2003 
 Acting Clinical Director, NIEHS 12/95-2/96 
 NCI Committee on Promotions, ad hoc member, 1997 
 Acting Chair, NIEHS Institutional Review Board 8/98-11/98 
 NIEHS Executive Committee, 1997-2001 
 NIH Merit Award 1997: “For development of the Environmental Genome Project” 
 NIH Central Tenure Committee, Ad hoc member 1997-2003 
 Vice Chair, NIEHS Institutional Review Board 1998-2003 
 Chair, NIEHS Environmental Genomics Faculty 1999 – 2003 
 NIEHS Merit Award for contributions to the NIEHS Strategic Plan 2005 
 Working Group Co-Chair Trans-NIH Research Initiative 2006  
 Editorial Review Board Environmental Health Perspectives 
 NIEHS Committee on Tenure and Promotions 2002-2007 
 NIEHS Annual Directors Allocation for Research Excellence (A-DARE) Award 2007 
 Associate Editor: Cancer Epidemiology, Biomarkers, and Prevention 1998-2009 
  NIH Central Tenure Committee permanent member 2003-2007, ad hoc 2008, 2009 

 NIEHS Microarray Core Facility Advisory Committee 2006-2011 
 Advisory Board for Oxidative Stress Director’s Challenge Project,  
 Chair NIEHS Molecular Genetics Core Facility Advisory Committee  
 Editorial Board: Journal of Cancer Epidemiology  
 Senior Editorial Board: International Journal of Molecular Epidemiology & Genetics 

Chair, Biostatistics Search Committee 2014 
NIEHS Next Generation Sequencing Advisory Committee, 2009 - 2015 



 
Current Committees and Journal Board Activities  

  
  
 Board of Governors, NIH Center for Inherited Disease Research, 1997-present 
 American Cancer Society Biospecimen Advisory Board, 2002-present 
 Sister Study Steering Committee, 2004-present 
 NIEHS Clinical Advisory Committee, 2008-present 
 NIEHS IT Management Committee, 2015 – present 
 National Toxicology Program Scientific Director Search Committee 2016-2017 
 NIEHS Committee on Promotions III 2017 – present 
 NIH Central Tenure Committee ad hoc reviewer 2017 
 
Funded Grants 
  
 Examination of genetic alterations in preneoplastic and neoplastic lesions of the lung from 

uranium miners.  Consultant.  DOE. St. Mary’s Hosptial and Medical Center, Dr. Marshall 
Anderson PI, $506,393 1994-1997 

 
 Breast Cancer SPORE.  Consultant, Molecular Epidemiology Program.  P50CA58223-03  
 University of North Carolina, Dr. Edison Liu PI, $1,500,000 per year, 1992-1995 
 
 Environmentally induced bladder cancer: a genetic study.  Consultant. IR01ES06094 Salk 

Institute, Dr. S. Sukumar PI, $50,000 per year, 1992-1994 
 
 Nutritional biochemistry and epidemiology of cancer training grant.  T32CA72319-01A1 

Consultant.  University of North Carolina, Dr. Lenore Kohlmeier PI, $88,856, 1997-2002, 
renewal $1.4M, 2002-2007 

 
 Environmental Health and Susceptibility Center Grant.  U. North Carolina, Affiliate Member, 

Genetic Susceptibility Core, $700,000 per year, 2001-2004 
 
 Department of Energy Prostate Cancer Consortium.  PI Genetic Susceptibility Project, and 

Co-investigator Proteomics Project.  Dr. James Mohler Consortium PI $9,997,794, 2003-
2008 

 
Susan G Komen for the Cure.  The Two Sister Study (Co-Investigator).  CR Weinberg PI,  
$1,750,000, 2008-2010 
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